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TOINIOX TENNHXHX Oeccalovikn
HMEPOMHNIA TENNHXHYX 26 Moptiov 1970
YIIHKOOTHTA EXMnvu
IFAQXYXEX EMnvikd, Ayylkd kot Bactkég yvooelg
Ieppovikav
AIEYOYNXH [Ttoiepaiov 30
TK 71305
Hpdxielo
e-mail: ioannis@uoc.gr
e-mail: iliopj@med.uoc.gr
Tni. 6974-959965
EKITAIAEYXH
1988-1993 Tunua Buoloyiag, Apiototéheto [Tavemotipio
Oeccolovikng
1993-1997 Tufua Avartoélokng levetikng, [epuavikod
Avtikapkivikd Kévrpo (DKFZ) Heidelberg, Germany
O¢ua dwtpiPng: “Moptlaxn KAwvVomoinom Kot
YOPaKTNPIGHOG Tov Spaghetti, evog oykokaTacTOATIKOD
yovidiov tov opyavicpot Drosophila melanogaster”
(Ymotpopia tov ['eppovikod Avtikapkivikod Kévipov)
1997 XrpatioTikn Onteia
1998 Tetphpunvn epyacia ot B [Toudrotpikn kAvikn| Tov
[Mavemotuokob vocokopeiov AXEITA
1998-1999 Oxtapunvo petadidoktopikd 6to Tunua Avoartoélokng

Mép. 1999- Avy. 2001

Yem. 2001- Oxkr. 2003
Oxt. 2003 — TovAlog 2004
Oxt. 2004 — Mdiog 2008
Méiog 2008 — Oxr. 2014
Oxrt. 2014 — Okrt. 2020

Oxkrt. 2020 — onuepa

I'evetiknc, Teppavikd Avtikapkivikd Kévipo (DKFZ)
Heidelberg, Germany

(Ymotpopia tov ['eppovikod Avtikapkivikod Kévipov)
Metaodidaktopikd oto [Havevponaikd [vetitovto
BiomAnpogopwng (EBI) Cambridge, UK. (Yrotpogia
¢ Evponaikng Kowvomrag)

Ivotitovto Aypofroteyvoroyiog, E.K.E.T.A.
®eoocarovikn og epevvng A’ Babuidoc.
XuvepyalOLEVOG EPEVVITNG GTNV ETOLPELDL
BromAnpogopikrg kat Bloteyvoroyiag Biovista

ITA 407 Tpqpa latpikng, Topéag facikmv emoTUOV
Hpduchero, Kpn.

Aéktopag, Tunua latpikng, Topéag Pacikav
emotuov, Hpdrkieo, Kpnm.

Enikovpoc kabnyntg, Tunua latpumc, Topéag
Bacwkav emomumv, Hpdxiero, Kpn.
Avaminpotg kadnyntg, Tunua lotpng, Topéag
Bacikadv emomumv, Hpdiiero, Kpnm



TITAOI

1993 [Truyio Biohoyiag. Turua Biodoyiag, Apiototédeto
[Movemoto Oeccarovikng.

1998 Awdxtop Broroyioc. Tunua Biokoyiag, Aptototéreto
[Movemotuo Oeccarovikng

EPEYNHTIKH EMIIEIPIA

Bilominpopopikn, poprakn Proroyia, Broteyvoroyia, yevetikn , Proynueio.

AIAAKTIKH EMIIEIPIA

Yvppetoyn ota gpyastipla tov padnupatog «HAektpovikol Ymoloyiotég o
BioAoyio» oto Tunua Broroyiog tov [Havemomuiov ABnvov to sapvo
e&aunvo 2000-2001.

Awaokaiio tov padnpatog «Moprakn Bioroyio» oto tunpa loatpikdv
Epyaotmpiov ota TEI AGnvaov katd o akadnuoiko étog 2003-2005. IIA 407
Awhégerg pe 0épa «Epappoouévn BromAnpoeopikn» ota mhaicio Tov
LETATTUYLOKOD HOONUOTOC «AAANAETIOPACELS YOVISI®V Kot S1OTPOPTS» TOL
Xoapokodneov [avemotmpiov AInvav Katd to axkadnuaiké £tog 2003-2004.
AwaokaAio tov padnuatog «BlromAnpopopikn» oto tunpe Brodoyiag tov
[Movemotpiov [Motpodv katd o akadnuaiko étog 2003-2004. TIA 407
Awhégerg pe 0épa «Epaproyég e BromAnpopopikno» ota mAaicio Tov
dratunpotikoy petomtuytokod padnpotog «IIinpoeopikr| Ememmuov Zono»
tov [Tavemotnpiov [atpdv kotd o axadnuaikod Etog 2004-2005.
Awackoiio Tov pobnpatog emioyng «Ewcaymyn ot Bliominpopopikn» cto
tuqua latpkng tov Mavemotnpiov Kpng katd to axadnpaiko étog 2005-
2010. Amo6 10 2010-2016 ko 2019-o1jpepa vrevBUVVOg pad|paTOS (CLTOVOUN
dacKaAia).

Yvvdwaokaiio Tov padnuatog «Boioyio A’» oto Tpunpa latpikng tov
[Movemotpiov Kpntng katd to akadnpaixd £€toc 2012-2019. Katd to
axadnpaiko étog 2017-2018, vrevOvvog padipartog.

Yvvdaokaiio Tov padnpatog «Bloioyio B’» oto tufua latpkng tov
[Moavemotpiov Kpntg katd to akadnuaixo £toc 2008-onuepa. Ano 1o 2016
£m¢ onuepa vreVOLVOG TOL padpaTOC.

AwdéEerg pe 6épa «Epappoyéc g Brominpopoptkic» ota miaicio tov
HETOTTUY KOV TTpoypappatog «Kvttapikn kot ['evetikny Attioloyia,
Alyvootikn Tov AcBeveldv Tov AvOpmmov» Tov TURpaTog latpikng tov
[Mavemompiov Kprtng katd 1o akadnuaikd £tog 2007-onpepa.

AwhéEelg pe Bépa «BlomAnpo@opiki» oto TANIGLO TOV LETUTTUYI0KOD
npoypapparog «IIpwteivikny Bloteyvoioyio» tov tpunqpatog Blioloyiag tov
[Mavemompiov Kprtng katd 1o akadnuaikd £tog 2005-onpepa.

Awackoiio Tov pabnuatog «BromAnpogopikn» oto tunue BioAoyiag tov
[Movemotuiov Kpnmg katd to akaonpaixd £€tog 2005- 2008. TIA 407
Awréerg pe Bépa «BlromAnpopopikn» ota mAaicio ToL AlOTUNUOTIKOD
Metantuyiakot [poypapparog Xmovdodv Mopilakng Biodoyiag - Blototpikng



tov [Mavemotpiov Kpntng katd 1o axadnpaiko étog 2005-onpepa. And 10
2019 vrevBvvog Tov padfqparoc.

o  Awié€erg pe Bépa «Blomnpo@optki)» 6To TACIGLO TOV HETATTUYLKOD
TPOYPAUUATOG «NevpoemoTnUwvy 6to Tufua latpikng tov [avemiotnpiov
Kpntng katd to akadnpaikd £tog 2006-cnpepa.

e  ZuVOdaoKaAi TOL HOONUOTOC EMAOYNG «BaCIKES 0PYES TPOYPAUUOTIGLOVY
oto Tunua latpikng tov Iovemomuiov Kpntng katd 1o akadnpaiko £1og
2012-2016. YrevOvvog padfpatoc.

o Awrééerg pe Bépa «Mebodoroyia avalntnong oe PLoAoyIKES Kol 1TPIKEG
Baoeig oedopévav (Pubmed, OMIM)» oo TAOIGLO TOV PETATTVYIOKOD
wpoypdlppatoc «Ontkn kot Opacn» oto tpunqpa latpikng tov [avemotpiov
Kpntng katd to akadnpaikd £tog 2012-2017.

o AwAééec pe Bépa «BlomAnpo@optkn» 6ta TACIGLO TOV HETATTLYLOKOD
npoypappatog «Moprakn Brodoyia kot Blioteyvoloyia dutdvy Tov TUHatog
Bioloyiag Tov [Mavemotnpiov Kpntng katd to akadnpaikd étog 2009-
onuepa. YaegvOvvog padnpatoc.

¢ Awackaiio Tov podnpatog «eveTikn» 6To TAOIGLO TOV UETATTUYLOKOD
wpoypdupatoc «BlromAnpopopikncy» oto tunpa latpung tov [Havemiotnuiov
Kpntng katd to axadnuaikd £tog 2016-cnpepa. YrevOvvog padipatoc.

o Enifieyn og entd petadidoktopikovg portntés (Evdyyelog agiing,
Avootactog OvAag, 'edpyloc [TavAdmovroc, Iodvvng Ocoroyiong, Ocoddciog
®codociov, Nuworaog [Tamavikordov kot Avactacia ['id), o€ tévie
ddaxtopikovg pottntég (Baosthikh Mnitomn - ohokAnpouévn dtatpipn, lopnqvn
MmnoAtcafid - éxer AaPet £kpion yia cuyypaer, Avtodviog Kiodkrg,
AyaBayyehog Xoatlnypiotopn, Erevbéprog ITaviog), oe dexotpeig
LETATTUYLOKOVG QOLTNTES (SUTAMUATIKNY PYOCTO- ODIEKN OAOKANPOUEVES), GE
18 petamruyakong eoltnNTéG Yo Tpipunvn epyaotnplaky doknor (rotation) kot
0€ MEVTE TPOTMTLYLUKOVS POITNTEG.

o YVUUETOYN OE TPELS TPIUELEIC EMTPOTES O1O0KTOPIKOV (OAOKANPOUEVES) KO
og 0deKa entapeheic (OAOKANPOUEVEG) €K TV OTtoiwV 01 4 MTav amd
navemomua tov eEotepikov (Leuven, Groningen, Taveriotuio Kdnpov,
Luxemburg).

EMIIEIPIA XTOYX HAEKTPONIKOYYX YIIOAOI'IXTEX
Windows, Unix, Perl, MacOs.

EPEYNHTIKA ITPOI'PAMMATA

Maptiog 1999 — Avyovotog 2001. Zvppetoyn oto Evporaiké TMR npdypappa pe
titho "GeneQuiz: An Integrated Software System for Molecular Biologists "

Emotnpovikog vrevtfvvog: «AETOVPYIKOS YOPUKTNPIOUOS KOl CUYKPLTIKY
OVAADGT] YOVIOIMUATIKAOV 0KOAOVOIAVY, 6Ta TANIGLO TNG EMLGTNLOVIKNG
ovvepyaciog EALadag — M. Bpetaviag (2002-2004).



Emomuovikog cuvepydng oto mpdypappa IIENEA g I'.I'.E.T. pe titho :
«AvanTVEN KOt 0EL0TTOIN 6T HOPLUKOV SLAYVAOSTIKOV HEBOIMV aviyvevong Tmv
VIEPUOAVGRATIKOV 6TELEYMV TOV poknta Fysarium oxysporumy (2003-2006).

Emotnpovikog vrevBvvog g EAANvikng mievpdg oto tpoypappa tov IIIE (Idpopa
ITpodOnong Epevvac Koumpov) pe titho: «Development of an Integrated Computer
System for Text Mining Biomedical Databasesy. (2009-2011).

Emotnpovikog vrevBvvog oto pdypappo «Miukpov peyébovc» tov EAKE pe titho:
«Avamtoén evog Epyaisiov Ipopreync Xtoyov tov MicroRNA kai i) gpijon tov
Yo, TV €0PEGT| 6TOXOV € Yovidla oyeTICOpEVH pe Tov Kapkivoy (2010).

Emoetnpovikog vrevBvvog oto mpdypoppa «Mikpod peyébovg» tov EAKE pe titho:
«Xpnfon aryopipov Yo ereepyacio peydrov aprOpov Proiatpik@v KEPEVOV pe
OKOTO TNV TaPay®YN véug Yvaoone.» (2013).

Emotpovikdg cuvepydng oto mpdypappo OAAHE g I'.I.E.T. pe titho : «MIDAS
:Maturation of Innate immunity: influence of infections and role in the
Development of allergy and ASthmay (2013-2015).

Emotnpovikdg cvuvepydtng oto npdypoppo TransPOT programme EU “"Enhancing
University of Crete Medical School Scientific Excellence and Translational Research
Potential in Human Diseases". Medical school, University of Crete, Greece (2012-
2015)

Emotnpovikog ocvvepydtng oto npdypoppo DEFORM: Determine the financial and
global impact of research misconduct (HORIZON 2020, Project ID 710246,
Coordinator: INSEEC, France, 01/06/2016 to 31/07/2018)

Xpnuatoddmon and to tpdypoppo Elixir v epyaieiov BiotextQuest, Proteosign,
UniReD 2020-2021 (“ELIXIR-GR: Managing and Analysing Life Sciences Data"
(MIS: 5002780). Emetiipovikog veevOvvog.

Emompovikog vrehbuvog g eMnvikig Thgvpdg oto mpoypappo. European Regional
Development Fund and the Republic of Cyprus through the Cyprus Research and
Innovation Foundation (Project: EXCELLENCE/0421/0576) (Development of state-
of-the-art bioinformatics database and software resources towards improved detection
of functional LIR-motifs) 2022-2024.

Emomuovikog cuvepydng, avimpdsmomog TS EAMANVIKNG GUUUETOYNS GTO
npoypappo COST (European Cooperation in Science and Technology) Action 20117
- Converting molecular profiles of myeloid cells into biomarkers for inflammation
and cancer (Mye-InfoBank) 2021-2025.

AAAEX EINIXTHMONIKEYX - AIOIKHTIKEX
APAXTHPIOTHTEX-AIAKPIXEIX



A&L0AOYNTAG EMOTNHOVIKGOV EPYACIOV Y10, Ta. Teplodikd Bioinformatics, BMC
bioinformatics, BMC genetics, Plos one, Plos Pathogens, BMC Genomics,
Nucleic Acids Research, Gene, Plos Computational Biology, Scientific
reports, Trends in Pharmacological Sciences, Journal of Molecular Biology,
Genes, x.a..

Avtupoedpoc tov Hellenic Society of Computational Biology (2009-2011)

Méhog tov mevtaperovg cvpPovAiov tov Hellenic Society of Computational
Biology (2011- 2013)

[Ipdedpog g EAAnvikng Etapeiog BlomAnpopopikng (2016)

AvomAnpmtig d1evBLVTIG TOL VEOGVGTUTOV UETATTVUYLKOD GTN
Biominpogopun g latpikng oxoing tov [Havemommpuiov Kprng (2020-
oTpEPa)

AevBuvTig ToL VEOGVGTATOL LETOMTVY KOV TN BlomAnpopopikn tng
latping oyoing tov [Havemotmuiov Kprtng (2020-ompepa)

AvomAnpmtig d1evBuVTHG TOL SUTUNUOTIKOD LETATTUYLOKOD TPOYPEUUATOS
Mopiakr Bioloyia-Boiatpikn tov [avemomuiov Kpntng (2015-2017)

Méhog enttpondv g latpikng oyoirg tov [lavemompiov Kpnng and to
2014 (Emtponn Xwpotaiog, Emrpont Awtdwv kot Website latpikng
YyoMg, Emtpomn Metantuylokdv Xmovdmv, Emrponr Kiwvikng kot
Metagpaoctikng 'Epsvvog, Emtponn Enayyeipotikov Oepdrov, Enttpon|
Awctvoeong pe Agvtepofdduia Exnaidevor, Emrpony| Epgvvag kot
Epevvntikdv Yrodopmv g Zyoing, OMEA)

Mélog tov editorial board oto mepodicdé Computational and Structural
Biotechnology Journal (CSBJ, impact factor: 6) (2023-c1juepa) kot 610
neprodikd Journal of Biological Research — Thessaloniki (impact factor: 3,3)
(2018-onpepa)

Tig ypoviég 2021 ko 2022 ota mAaicta ¢ opaong «Ilavemotnpiov g
Aworopdcy tov [Havemotnpiov Kdnpov, emhéydnka og dtokekpiuévog
KaBNyNTAG TOL EEMTEPIKOV Y10 O100CKAAID KO EPEVLVNTIKY] GLVEPYOGIN LLE TO
e Brodoyiag tov [avemommpiov Kompov.

ELIXIR Greek Node — Representative for the University of
Crete (2014 - orjuepar)
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Workshop on tumor suppressor genes and the regulation of growth and
differentiation in Drosophila. BIOLOGICAL RESEARCH CENTER,
HUNGARY 23-25 September 1993.

Workshop on the regulation and growth differentiation in Drosophila. DKFZ
(German Cancer Research Center) Heidelberg Germany. January 1995.

I. lliopoulos, I. Toeroek, F. Cifuentes-Ambroyo, F. Rocha, A. Garcia-Bellido,
I. Kiss and B. M. Mechler. Molecular cloning and characterization of
spaghetti, a novel tumor suppressor gene of Drosophila melanogaster. (1995).
Abstracts of the 14" EUROPEAN DROSOPHILA RESEARCH
CONFERENCE. Venice, Italy.

Conference in Biotechnology and Pharmacology. National Research Institute.
May 1998. Athens, Greece.

The seventh international conference on Intelligent Systems for Molecular
Biology. 6-10 August,1999. Heidelberg, Germany.

Data mining for Bioinformatics-Towards In Silico Biology. 10-12 November
1999. EBI-Wellcome Trust Genome Campus-Hinxton-Cambridge.

Genome sequence and comparative analysis. Aristotle University of
Thessaloniki 21-25 November 2000. Thessaloniki, Greece.

German Conference on Bioinformatics. Oct. 5-7, Heidelberg 2000. Germany.
Pacific Symposium on Biocomputing 2001. January 4-7, 2001. Big Island,
Hawaii.

Workshop on Bioinformatics. 30 September — 1 October 2004. The Institute of
Agrobiotechnology, CERTH, Thessaloniki Greece. Invited speaker.

Hellenic Excellence Center for Life Science Informatics. 5 of October 2004,
Athens Greece.

Co-organiser of the “1% Cretan Bioinformatics Forum” 19" of July 2006,
Heraklion, Crete

V. J. Promponas, N. Papanikolaou and I. lliopoulos. Conservation of genomic
neighbourhood is related to the rate by which intraparalogous proteins evolve
in two bacterial species. 14" annual international conference on Intelligent
Systems for Molecular Biology (ISMB). 6-10 August,2006. Fortaleza, Brazil .
1%t Hellenic Bioinformatics & Medical Informatics Forum, 4-5 September
2007, IIBEEA, Athens.

Co-organiser of the 3rd conference of the Hellenic Society for Computational
Biology and Bioinformatics HSCBBO08, Certh, Thessaloniki, 30-31/10/2008
Alexandros Tsakogiannis, Nikolas Papanikolaou, Vasilis J. Promponas and
loannis Iliopoulos. Gene Order Conservation Studies in Three Pyrococcus
Species. 3rd conference of the Hellenic Society for Computational Biology
and Bioinformatics HSCBBO08, Certh, Thessaloniki, 30-31/10/2008
Co-organiser of the 4" Annual Conference of the Hellenic Society for
Computational Biology and Bioinformatics, Athens, Greece, 18-20 December,
2009.

7th Training Workshop @ INA/CERTH : Computational Genomics Tools for
Exploring -omics Data Resources. Thessaloniki 11-12 Mar 2010. Invited
speaker.

Oulas A, Poirazi P. and Iliopoulos I. Development of a MicroRNA Target
Prediction Tool using Profile Hidden Markov Models, Cancer Bioinformatics
Workshop, Cambridge Research Institute, 2 - 4th September, 2010.



20. Oulas A, lliopoulos I. and Poirazi P. Improved prediction of miRNA gene
targets, Hellenic Society for Computational Biology and Bioinformatics 5th
Annual meeting, Alexandroupolis, 17th-19th October, 2010.

21. Nikolaos Papanikolaou, Evangelos Pafilis, Stavros Nikolaou, loannis
Iliopoulos and Vasilis Promponas. wwwTextQuest: A Biomedical Text
Mining Suite for Concept Discovery. Hellenic Society for Computational
Biology and Bioinformatics 5th Annual meeting, Alexandroupolis, 17th-19th
October, 2010.

22. Pinelopi Pliota, Anastasis Oulas, Nikolaos Papanikolaou and loannis
Iliopoulos. Predricting human miRNA target sites in regions other than 3’
UTRs using known algorithms. Hellenic Society for Computational Biology
and Bioinformatics 5th Annual meeting, Alexandroupolis, 17th-19th October,
2010.

23. Co-organiser of the 5" Annual Conference of the Hellenic Society for
Computational Biology and Bioinformatics, Alexandroupolis, Greece, 17-19
October, 2010.

24. Workshop at the University of Cyprus "Mining The Biomedical Literature -
Focus on automated document annotation, knowledge discovery, microRNA
research”. Co-organizer. March 2011.

25. Hamodrakas SJ, lliopoulos I, Ouzounis CA, Bagos PG, and Promponas VJ.
“The Hellenic Society for Computational Biology and Bioinformatics”. 19th
International Conference on Intelligent Systems for Molecular Biology and
10th European Conference on Computational Biology, Vienna, Austria, 17-
19/07/2011.

26. Co-organiser of the 6™ Annual Conference of the Hellenic Society for
Computational Biology and Bioinformatics, Patras, Greece, 7-9 October,
2011.

27. Oulas A, Karathanasis N, Louloupi A, Iliopoulos I. , Poirazi P., Kalantidis K.
Prediction of miRNA gene targets with implications in carcinogenesis — a
combined computational and experimental approach. 62° ITaveAinvio
Yuvédpro EAnvucg Etapeiog Bloynpeiog kot Moprokrg BlioAoyiag. ABnva,
Topvpa Evyevidov, 9-11 Askepppiov 2011.

28. Oulas A, Karathanasis N, Louloupi A, lliopoulos I. , Kalantidis K, Poirazi P.
A new microRNA target prediction tool identifies a novel interaction of a
putative miRNA with CCND2. 7" Annual Conference of the Hellenic Society
for Computational Biology and Bioinformatics, Heraklion, Greece, 4-6
October, 2012.

29. Anastasis Oulas, Evangelia VVogiatzaki, Christos Zoumadakis, Andreas G.
Doulis, loannis Iliopoulos. MSAP ANALYZER — A COMPREHENSIVE
WEB TOOL FOR PROCESSING METHYLATION SENSITIVE
AMPLIFIED POLYMORPHISM (MSAP) DATA. 7" Annual Conference of
the Hellenic Society for Computational Biology and Bioinformatics,
Heraklion, Greece, 4-6 October, 2012.

30. Co-organiser of the 7" Annual Conference of the Hellenic Society for
Computational Biology and Bioinformatics, Heraklion, Greece, 4-6 October,
2012.

31. Vasilis J. Promponas, loannis Iliopoulos, Christos A. Ouzounis. We still haz
a job: genome annotashuns. Automated Function Prediction SIG: An ISMB
Special Interest Group Meeting Berlin, Germany, July 20th 2013



32.

33.

34.
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39.
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44,

45.

Pafilis E, Pavlopoulos GA, Satagopam V, Horn H, Arvanitidis C, Jensen L,
Iliopoulos I, Schneider R. OnTheFly 2.0: Automated Annotation of Scientific
Documents. ISMB/ECCB 2013, 21-23July 2013, Berlin, Germany.

Megremis Spyridon, Taka Styliani, Oulas, Anastasis, Kotoulas Georgios
Iliopoulos loannis, Papadopoulos, Nikolaos G. Human rhinovirus replication-
dependent induction of micro-RNAs in human bronchial epithelial cells. 3™
Pediatric and Allergy Meeting — PAAM 2013 (Athens-Greece, 17-19 October
2013)

Pafilis E, Pavlopoulos GA, Satagopam V, Papanikolaou N, Horn H,
Arvanitidis C, Jensen L, Schneider R, Iliopoulos I. OnTheFly 2.0: A service
to automatically annotate files and extract biological information.13th IEEE
International Conference on Bioinformatics and Bioengineering (BIBE13), 11-
13 Nov 2013, Chania, Crete, Greece

Co-organiser of the 8" Annual Conference of the Hellenic Society for
Computational Biology and Bioinformatics, Lamia, Greece, 22-24 November,
2013.

Shifting from literature mining to bioinformatics analysis with BioTextQuest.
Papanikolaou N, Pavlopoulos GA, Satagopam V, Schneider R, Iliopoulos I.
HSCBB13, 22-24 November 2013, Lamia, Greece.

The role of Geminin in embryonic Neural Crest Cells a functional approach
through bioinformatics analyses. Kanellakis NI, Patmanidi A, Nikolopoulou P,
Stathopoulou A, Iliopoulos I, Pavlopoulos GA, Lygerou Z, Stavros Taraviras
S. HSCBB13, 22-24 November 2013, Lamia, Greece

BioTextQuest+: A knowledge integration platform for literature mining and
concept discovery. Papanikolaou N, Pavlopoulos GA, Pafilis E, Theodosiou T,
Schneider R, Satagopam V, Ouzounis C, Eliopoulos GA, Promponas V,
Iliopoulos I. ECCB14, 7-10 September 2014, Strasbourg, France.

powerClust: a web application for clustering analysis. Pavlopoulos GA,
Theodoropoulou M, Kontou P, Dimou N, lliopoulos 1, Bagos PG,
Hamodrakas SJ. HSCBB14, 10-12 October 2014, AUA, Athens, Greece
DrugQuest - A Text Mining workflow for drug association discovery.
Papanikolaou N, Pavlopoulos GA, lliopoulos I. SMODIA: “Statistical
Methods for Omics Data Integration and Analysis“, Heraklion, Crete,
Greece, November 10-12, 2014

An online tool for assessing methylation sensitive amplified polymorphic
(MSAP) markers by comparison to reference states. Oulas A, Pavlopoulos
GA, Vogiatzaki E, Zoumadakis C, Doulis A, lliopoulos I. SMODIA:
“Statistical Methods for Omics Data Integration and Analysis®, Heraklion,
Crete, Greece, November 10-12, 2014

23rd ISMB/ 14" ECCB 2015, 10-14 July 2015, Dublin, Ireland.
MSAPANALYZER: An online tool for assessing methylation sensitive
amplified polymorphic (MSAP) markers by comparison to reference states.
Oulas A, Pavlopoulos GA, Vogiatzaki E, Zoumadakis C, Doulis A, lliopoulos
I. 10th conference of the Hellenic Society for Computational Biology and
Bioinformatics - HSCBB15 Athens, Greece, October 09-11, 2015
Co-organizer Conference: Hellenic Bioinformatics 09 <« 2016, 19-21
November 2016 « CERTH | Thessalonica | Greece

Uniprot Related Documents (UniReD): Predict protein-protein interactions
from PubMed documents relationships. Hellenic Bioinformatics 09 « 2016, 19-
21 November 2016 « CERTH | Thessalonica | Greece
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54,

55.

56.

S7.

Chair. Conference Hellenic Bioinformatics 10 « 2017, 6-9 September 2017 -
FORTH | Heraklion | Greece

Modular Agent-Based Modeling Platform for Bridging Interdisciplinary
Research in Ecology, Evolution, Behavioral Biology and Computational
Neuroscience Sakagiannis P, Pavlidis P, Promponas VJ and lliopoulos I.
Hellenic Bioinformatics 10 « 2017, 6-9 September 2017 « FORTH | Heraklion |
Greece

Latest Improvements in ProteoSign, a Web Application for Differential
Proteomics Analysis Efstathiou G, Antonakis A, Pavlopoulos GA, Theodosiou
T, Divanach P, Trudgian DC, Thomas B, Papanikolaou N, Aivaliotis M,
Acuto O and Iliopoulos I. Hellenic Bioinformatics 10 « 2017, 6-9 September
2017 « FORTH | Heraklion | Greece

Text Mining the Scientific Literature on Research Integrity and Misconduct
Papanikolaou N, Gioti A, Sifaki E, Iliopoulos | and Petoussi V. Hellenic
Bioinformatics 10 « 2017, 6-9 September 2017 « FORTH | Heraklion | Greece
Co-organizer Conference: Hellenic Bioinformatics 11 ¢ 2018, 15-18
November 2018 « TCH | Thessalonica | Greece

Expanding the protein space using metagenomic data. Giorgos Pavlopoulos,
Sergey Ovchinnikov, Ariful Azad, David Paez Espino, loannis Iliopoulos,
Natalia Ivanova, Aydin Bulug, Isidore Rigoutsos, David Baker, Christos
Ouzounis and Nikos Kyrpides. Hellenic Bioinformatics 11 ¢ 2018, 15-18
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